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Pathology & Laboratory
2025 CPT Updates
Effective 1/1/2025

Each year the CPT® codebook is updated to add, revise, or delete codes and/or guidelines to reflect current
technologies, techniques, and services. As a service to our clients, APS Medical Billing has summarized those
changes to facilitate accurate reporting of the affected services as of January 1, 2025. The American Medical
Association has released 270 new CPT codes, 112 deleted CPT codes and 38 revised CPT codes for 2025. The
following may apply to pathology.

The changes are outlined below. New codes are highlighted in red, revised codes in blue, and deleted codes are
in black.

Pathology and Laboratory

New Codes for 2025

81195

81515

81558

82233

82234

83884

84393

84394

86581

Cytogenomic (genome-wide) analysis, hematologic malignancy, structural variants and copy number
variants, optical genome mapping (OGM)

Infectious disease, bacterial vaginosis and vaginitis, real-time PCR amplification of DNA markers for
Atopobium vaginae, Atopobium species, Megasphaera type 1, and Bacterial Vaginosis Associated
Bacteria-2 (BVAB-2), utilizing vaginal-fluid specimens, algorithm reported as positive or negative for high
likelihood of bacterial vaginosis, includes separate detection of Trichomonas vaginalis and Candida
species (C. albicans, C. tropicalis, C. parapsilosis, C. dubliniensis), Candida glabrata/Candida krusei, when
reported.

Transplantation medicine (allograft rejection, kidney), mRNA, gene expression profiling by quantitative
polymerase chain reaction (qPCR) of 139 genes, utilizing whole blood, algorithm reported as a binary
categorization as transplant excellence, which indicates immune quiescence, or not transplant
excellence, indicating subclinical rejection

Beta-amyloid; 1-40 (Abeta 40)

Beta-amyloid; 1-42 (Abeta 42)

Neurofiliament light chain (NfL)

Tau, phosphorylated (eg, pTau 181, pTau 217), each

Tau, total (tTau)

Streptococcus pneumoniae antibody (IgG), serotypes, multiplex immunoassay, quantitative
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87513 Infectious agent detection by nucleic acid (DNA or RNA); Helicobacter pylori (H. pylori), clarithromycin
resistance, amplified probe technique

87564 Infectious agent detection by nucleic acid (DNA or RNA); Mycobacterium tuberculosis, rifampin
resistance, amplified probe technique

87594 Infectious agent detection by nucleic acid (DNA or RNA); Pneumocystis jirovecii, amplified
probe technique

87626 Infectious agent detection by nucleic acid (DNA or RNA); Human Papillomavirus (HPV),
separately reported high-risk types (eg, 16, 18, 31, 45, 51, 52) and high-risk pooled result(s)

0420U Oncology (urothelial), mRNA expression profiling by real-time quantitative PCR of MDK,
HOXA13, CDC2, IGFBP5, and CXCR2 in combination with droplet digital PCR (ddPCR) analysis of
6 single-nucleotide polymorphisms (SNPs) of genes TERT and FGFR3, urine, algorithm reported
as a risk score for urothelial carcinoma

0421U Oncology (colorectal) screening, quantitative real-time target and signal amplification of 8 RNA
markers (GAPDH, SMAD4, ACY1, AREG, CDH1, KRAS, TNFRSF10B, EGLN2) and fecal
hemoglobin, algorithm reported as a positive or negative for colorectal cancer risk

0422U Oncology (pan-solid tumor), analysis of DNA biomarker response to anti-cancer therapy using
cell-free circulating DNA, biomarker comparison to a previous baseline pre-treatment cell-free
circulating DNA analysis using next-generation sequencing, algorithm reported as a
guantitative change from baseline, including specific alterations, if appropriate

0423U Psychiatry (eg, depression, anxiety), genomic analysis panel, including variant analysis of 26
genes, buccal swab, report including metabolizer status and risk of drug toxicity by condition

0424U Oncology (prostate), exosome-based analysis of 53 small noncoding RNAs (sncRNAs) by
guantitative reverse transcription polymerase chain reaction (RT-gPCR), urine, reported as no
molecular evidence, low-, moderate-, or elevated-risk of prostate cancer

0425U Genome (eg, unexplained constitutional or heritable disorder or syndrome), rapid sequence
analysis, each comparator genome (eg, parents, siblings)

0426U Genome (eg, unexplained constitutional or heritable disorder or syndrome), ultra-rapid
sequence analysis

0427U Monocyte distribution width, whole blood (List separately in addition to code for primary
procedure)
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0429U

0430V

0431V

0432V

0433U

0434V

0435V

0436V

0437U

0438U

0439U

0440V

Since 1960

Human papillomavirus (HPV), oropharyngeal swab, 14 high-risk types (ie, 16, 18, 31, 33, 35, 39,
45,51, 52, 56, 58, 59, 66, and 68)

Gastroenterology, malabsorption evaluation of alpha-1-antitrypsin, calprotectin, pancreatic
elastase and reducing substances, feces, quantitative

Glycine receptor alphal IgG, serum or cerebrospinal fluid (CSF), live cell-binding assay (LCBA),
qualitative

Kelch-like protein 11 (KLHL11) antibody, serum or cerebrospinal fluid (CSF), cell-binding assay,
gualitative

Oncology (prostate), 5 DNA regulatory markers by quantitative PCR, whole blood, algorithm,
including prostate-specific antigen, reported as likelihood of cancer

Drug metabolism (adverse drug reactions and drug response), genomic analysis panel, variant
analysis of 25 genes with reported phenotypes

Oncology, chemotherapeutic drug cytotoxicity assay of cancer stem cells (CSCs), from cultured
CSCs and primary tumor cells, categorical drug response reported based on cytotoxicity
percentage observed, minimum of 14 drugs or drug combinations

Oncology (lung), plasma analysis of 388 proteins, using aptamer-based proteomics technology,
predictive algorithm reported as clinical benefit from immune checkpoint inhibitor therapy

Psychiatry (anxiety disorders), mRNA, gene expression profiling by RNA sequencing of 15
biomarkers, whole blood, algorithm reported as predictive risk score

Drug metabolism (adverse drug reactions and drug response), buccal specimen, gene-drug
interactions, variant analysis of 33 genes, including deletion/duplication analysis of CYP2D6,
including reported phenotypes and impacted gene-drug interactions

Cardiology (coronary heart disease [CHD]), DNA, analysis of 5 single-nucleotide polymorphisms (SNPs)
(rs11716050 [LOC105376934], rs6560711 [WDR37], rs3735222 [SCIN/LOC107986769], rs6820447
[intergenic], and rs9638144 [ESYT2]) and 3 DNA methylation markers (cg00300879 [transcription start
site {TSS200} of CNKSR1], cg09552548 [intergenic], and cgl14789911 [body of SPATC1L]), gPCR and
digital PCR, whole blood, algorithm reported as a 4-tiered risk score for a 3-year risk of symptomatic
CHD

Cardiology (coronary heart disease [CHD]), DNA, analysis of 10 single-nucleotide polymorphisms (SNPs)
(rs710987 [LINC010019], rs1333048 [CDKN2B-AS1], rs12129789 [KCND3], rs942317 [KTN1-AS1],
rs1441433 [PPP3CA], rs2869675 [PREX1], rs4639796 [ZBTB41] rs4376434 [LINCO0972], rs12714414
[TMEM18], and rs7585056 [TMEM18]) and 6 DNA methylation markers (cg03725309 [SARS1],
cg12586707 [CXCL1], cg04988978 [MPO], cgl7901584 [DHCR24-DT], cg21161138 [AHRR], and
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0441V

0442V

0443V

0444V

0445V

0446V

0447U

0449U

0450V

0451V

0452U

Since 1960

€g12655112 [EHDA4]), gPCR and digital PCR, whole blood, algorithm reported as detected or not detected
for CHD

Infectious disease (bacterial, fungal, or viral infection), semiquantitative biomechanical
assessment (via deformability cytometry), whole blood, with algorithmic analysis and result
reported as an index

Infectious disease (respiratory infection), Myxovirus resistance protein A (MxA) and C-reactive
protein (CRP), fingerstick whole blood specimen, each biomarker reported as present or
absent

Neurofilament light chain (NfL), ultra-sensitive immunoassay, serum or cerebrospinal fluid

Oncology (solid organ neoplasia), targeted genomic sequence analysis panel of 361 genes,
interrogation for gene fusions, translocations, or other rearrangements, using DNA from
formalin-fixed paraffin-embedded (FFPE) tumor tissue, report of clinically significant variant(s)

B-amyloid (Abeta42) and phospho tau (181P) (pTaul81), electrochemiluminescent
immunoassay (ECLIA), cerebral spinal fluid, ratio reported as positive or negative for amyloid
pathology

Autoimmune diseases (systemic lupus erythematosus [SLE]), analysis of 10 cytokine soluble
mediator biomarkers by immunoassay, plasma, individual components reported with an
algorithmic risk score for current disease activity

Autoimmune diseases (systemic lupus erythematosus [SLE]), analysis of 11 cytokine soluble
mediator biomarkers by immunoassay, plasma, individual components reported with an algorithmic
prognostic risk score for developing a clinical flare

Carrier screening for severe inherited conditions (eg, cystic fibrosis, spinal muscular atrophy,
beta hemoglobinopathies [including sickle cell disease], alpha thalassemia), regardless of race
or self-identified ancestry, genomic sequence analysis panel, must include analysis of 5 genes
(CFTR, SMN1, HBB, HBA1, HBA2)

Oncology (multiple myeloma), liquid chromatography with tandem mass spectrometry (LCMS/
MS), monoclonal paraprotein sequencing analysis, serum, results reported as baseline
presence or absence of detectable clonotypic peptides

Oncology (multiple myeloma), LC-MS/MS, peptide ion quantification, serum, results compared
with baseline to determine monoclonal paraprotein abundance

Oncology (bladder), methylated PENK DNA detection by linear target enrichment-quantitative
methylation-specific real-time PCR (LTE-gMSP), urine, reported as likelihood of bladder cancer
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0453U Oncology (colorectal cancer), cell-free DNA (cfDNA), methylation-based quantitative PCR assay
(SEPTIN9, IKZF1, BCAT1, Septin9-2, VAV3, BCAN), plasma, reported as presence or absence of
circulating tumor DNA (ctDNA)

0454U Rare diseases (constitutional/heritable disorders), identification of copy number variations,
inversions, insertions, translocations, and other structural variants by optical genome mapping

0455U Infectious agents (sexually transmitted infection), Chlamydia trachomatis, Neisseria gonorrhoeae, and
Trichomonas vaginalis, multiplex amplified probe technique, vaginal,
endocervical, gynecological specimens, oropharyngeal swabs, rectal swabs, female or male
urine, each pathogen reported as detected or not detected

0457U Perfluoroalkyl substances (PFAS) (eg, perfluorooctanoic acid, perfluorooctane sulfonic acid), 9
PFAS compounds by LC-MS/MS, plasma or serum, quantitative

0458U Oncology (breast cancer), S100A8 and S100A9, by enzyme-linked immunosorbent assay
(ELISA), tear fluid with age, algorithm reported as a risk score

0459U B-amyloid (Abeta42) and total tau (tTau), electrochemiluminescent immunoassay (ECLIA),
cerebral spinal fluid, ratio reported as positive or negative for amyloid pathology

0460U Oncology, whole blood or buccal, DNA single-nucleotide polymorphism (SNP) genotyping by
real-time PCR of 24 genes, with variant analysis and reported phenotypes

0461U Oncology, pharmacogenomic analysis of single-nucleotide polymorphism (SNP) genotyping by
real-time PCR of 24 genes, whole blood or buccal swab, with variant analysis, including
impacted gene-drug interactions and reported phenotypes

0462U Melatonin levels test, sleep study, 7 or 9 sample melatonin profile (cortisol optional), enzymelinked
immunosorbent assay (ELISA), saliva, screening/preliminary

0463U Oncology (cervix), mRNA gene expression profiling of 14 biomarkers (E6 and E7 of the highestrisk
human papillomavirus [HPV] types 16, 18, 31, 33, 45, 52, 58), by real-time nucleic acid
sequence-based amplification (NASBA), exo- or endocervical epithelial cells, algorithm
reported as positive or negative for increased risk of cervical dysplasia or cancer for each
biomarker

0464U Oncology (colorectal) screening, quantitative real-time target and signal amplification,
methylated DNA markers, including LASS4, LRRC4 and PPP2R5C, a reference marker ZDHHC1,
and a protein marker (fecal hemoglobin), utilizing stool, algorithm reported as a positive or
negative result

0465U Oncology (urothelial carcinoma), DNA, quantitative methylation-specific PCR of 2 genes
(ONECUT2, VIM), algorithmic analysis reported as positive or negative
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0466U Cardiology (coronary artery disease [CAD]), DNA, genome-wide association studies (564856

0467V

0468V

0469U

0470V

0471U

0472V

0473V

0474V

single-nucleotide polymorphisms [SNPs], targeted variant genotyping), patient lifestyle and
clinical data, buccal swab, algorithm reported as polygenic risk to acquired heart disease

Oncology (bladder), DNA, next-generation sequencing (NGS) of 60 genes and whole genome
aneuploidy, urine, algorithms reported as minimal residual disease (MRD) status positive or
negative and quantitative disease burden

Hepatology (nonalcoholic steatohepatitis [NASH]), miR-34a-5p, alpha 2-macroglobulin, YKL40,
HbAlc, serum and whole blood, algorithm reported as a single score for NASH activity and
fibrosis

Rare diseases (constitutional/heritable disorders), whole genome sequence analysis for
chromosomal abnormalities, copy number variants, duplications/deletions, inversions,
unbalanced translocations, regions of homozygosity (ROH), inheritance pattern that indicate
uniparental disomy (UPD), and aneuploidy, fetal sample (amniotic fluid, chorionic villus sample,
or products of conception), identification and categorization of genetic variants, diagnostic
report of fetal results based on phenotype with maternal sample and paternal sample, if
performed, as comparators and/or maternal cell contamination

Oncology (oropharyngeal), detection of minimal residual disease by next-generation
sequencing (NGS) based quantitative evaluation of 8 DNA targets, cell-free HPV 16 and 18 DNA
from plasma

Oncology (colorectal cancer), qualitative real-time PCR of 35 variants of KRAS and NRAS genes
(exons 2, 3, 4), formalin-fixed paraffin-embedded (FFPE), predictive, identification of detected
mutations

Carbonic anhydrase VI (CA VI), parotid specific/secretory protein (PSP) and salivary protein
(SP1) IgG, IgM, and IgA antibodies, enzyme-linked immunosorbent assay (ELISA),
semiqualitative, blood, reported as predictive evidence of early Sjogren's syndrome

Oncology (solid tumor), next-generation sequencing (NGS) of DNA from formalin-fixed
paraffin-embedded (FFPE) tissue with comparative sequence analysis from a matched normal
specimen (blood or saliva), 648 genes, interrogation for sequence variants, insertion and
deletion alterations, copy number variants, rearrangements, microsatellite instability, and
tumor-mutation burden

Hereditary pan-cancer (eg, hereditary sarcomas, hereditary endocrine tumors, hereditary
neuroendocrine tumors, hereditary cutaneous melanoma), genomic sequence analysis panel
of 88 genes with 20 duplications/deletions using next-generation sequencing (NGS), Sanger
sequencing, blood or saliva, reported as positive or negative for germline variants, each gene
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0475U

Since 1960

Hereditary prostate cancer-related disorders, genomic sequence analysis panel using next generation
sequencing (NGS), Sanger sequencing, multiplex ligation-dependent probe

amplification (MLPA), and array comparative genomic hybridization (CGH), evaluation of 23

genes and duplications/deletions when indicated, pathologic mutations reported with a

genetic risk score for prostate cancer

0476U Drug metabolism, psychiatry (eg, major depressive disorder, general anxiety disorder, attention

0477V

0478U

0479V

0480V

0481U

0482V

0483U

0484V

deficit hyperactivity disorder [ADHD], schizophrenia), whole blood, buccal swab, and
pharmacogenomic genotyping of 14 genes and CYP2D6 copy number variant analysis and
reported phenotypes

Drug metabolism, psychiatry (eg, major depressive disorder, general anxiety disorder, attention
deficit hyperactivity disorder [ADHD], schizophrenia), whole blood, buccal swab, and
pharmacogenomic genotyping of 14 genes and CYP2D6 copy number variant analysis, including
impacted gene-drug interactions and reported phenotypes

Oncology (non-small cell lung cancer), DNA and RNA, digital PCR analysis of 9 genes (EGFR,
KRAS, BRAF, ALK, ROS1, RET, NTRK 1/2/3, ERBB2, and MET) in formalin-fixed paraffinembedded
(FFPE) tissue, interrogation for single-nucleotide variants, insertions/deletions,

gene rearrangements, and reported as actionable detected variants for therapy selection

Tau, phosphorylated, pTau217

Infectious disease (bacteria, viruses, fungi, and parasites), cerebrospinal fluid (CSF),
metagenomic next-generation sequencing (DNA and RNA), bioinformatic analysis, with positive
pathogen identification

IDH1 (isocitrate dehydrogenase 1 [NADP+]), IDH2 (isocitrate dehydrogenase 2 [NADP+]), and
TERT (telomerase reverse transcriptase) promoter (eg, central nervous system [CNS] tumors),
next-generation sequencing (single-nucleotide variants [SNV], deletions, and insertions)

Obstetrics (preeclampsia), biochemical assay of soluble fms-like tyrosine kinase 1 (sFlt-1) and
placental growth factor (PIGF), serum, ratio reported for sFlt-1/PIGF, with risk of progression
for preeclampsia with severe features within 2 weeks

Infectious disease (Neisseria gonorrhoeae), sensitivity, ciprofloxacin resistance (gyrA S91F
point mutation), oral, rectal, or vaginal swab, algorithm reported as probability of
fluoroquinolone resistance

Infectious disease (Mycoplasma genitalium), macrolide sensitivity (23S rRNA point mutation),
oral, rectal, or vaginal swab, algorithm reported as probability of macrolide resistance
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0485U

0486V

0487V

0488U

0489U

0490V

0491U

0492V

0493V

0494U

Since 1960

Oncology (solid tumor), cell-free DNA and RNA by next-generation sequencing, interpretative
report for germline mutations, clonal hematopoiesis of indeterminate potential, and tumorderived
single-nucleotide variants, small insertions/deletions, copy number alterations,

fusions, microsatellite instability, and tumor mutational burden

Oncology (pan-solid tumor), next-generation sequencing analysis of tumor methylation
markers present in cell-free circulating tumor DNA, algorithm reported as quantitative
measurement of methylation as a correlate of tumor fraction

Oncology (solid tumor), cell-free circulating DNA, targeted genomic sequence analysis panel of
84 genes, interrogation for sequence variants, aneuploidy-corrected gene copy number
amplifications and losses, gene rearrangements, and microsatellite instability

Obstetrics (fetal antigen noninvasive prenatal test), cell-free DNA sequence analysis for
detection of fetal presence or absence of 1 or more of the Rh, C, c, D, E, Duffy (Fya), or Kell (K)
antigen in alloimmunized pregnancies, reported as selected antigen(s) detected or not detected

Obstetrics (single-gene noninvasive prenatal test), cell-free DNA sequence analysis of 1 or
more targets (eg, CFTR, SMN1, HBB, HBA1, HBA2) to identify paternally inherited pathogenic
variants, and relative mutation-dosage analysis based on molecular counts to determine fetal
inheritance of maternal mutation, algorithm reported as a fetal risk score for the condition (eg,
cystic fibrosis, spinal muscular atrophy, beta hemoglobinopathies [including sickle cell disease],
alpha thalassemia)

Oncology (cutaneous or uveal melanoma), circulating tumor cell selection, morphological
characterization and enumeration based on differential CD146, high molecular-weight
melanoma-associated antigen, CD34 and CD45 protein biomarkers, peripheral blood

Oncology (solid tumor), circulating tumor cell selection, morphological characterization and
enumeration based on differential epithelial cell adhesion molecule (EpCAM), cytokeratins 8,
18, and 19, CD45 protein biomarkers, and quantification of estrogen receptor (ER) protein
biomarker-expressing cells, peripheral blood

Oncology (solid tumor), circulating tumor cell selection, morphological characterization and
enumeration based on differential epithelial cell adhesion molecule (EpCAM), cytokeratins 8,
18, and 19, CD45 protein biomarkers, and quantification of PD-L1 protein biomarkerexpressing
cells, peripheral blood

Transplantation medicine, quantification of donor-derived cell-free DNA (cfDNA) using nextgeneration
sequencing, plasma, reported as percentage of donor-derived cell-free DNA

Red blood cell antigen (fetal RhD gene analysis), next-generation sequencing of circulating cellfree
DNA (cfDNA) of blood in pregnant individuals known to be RhD negative, reported as
positive or negative
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0495V

0496V

0497V

0498U

0499U

0500U

0501U

0502U

0503U

Since 1960

Oncology (prostate), analysis of circulating plasma proteins (tPSA, fPSA, KLK2, PSP94, and
GDF15), germline polygenic risk score (60 variants), clinical information (age, family history of
prostate cancer, prior negative prostate biopsy), algorithm reported as risk of likelihood of
detecting clinically significant prostate cancer

Oncology (colorectal), cell-free DNA, 8 genes for mutations, 7 genes for methylation by realtime
RT-PCR, and 4 proteins by enzyme-linked immunosorbent assay, blood, reported positive
or negative for colorectal cancer or advanced adenoma risk

Oncology (prostate), mRNA gene-expression profiling by real-time RT-PCR of 6 genes (FOXM1,
MCM3, MTUS1, TTC21B, ALAS1, and PPP2CA), utilizing formalin-fixed paraffin-embedded
(FFPE) tissue, algorithm reported as a risk score for prostate cancer

Oncology (colorectal), next-generation sequencing for mutation detection in 43 genes and
methylation pattern in 45 genes, blood, and formalin-fixed paraffin-embedded (FFPE) tissue,
report of variants and methylation pattern with interpretation

Oncology (colorectal and lung), DNA from formalin-fixed paraffin-embedded (FFPE) tissue,
next-generation sequencing of 8 genes (NRAS, EGFR, CTNNB1, PIK3CA, APC, BRAF, KRAS, and
TP53), mutation detection

Autoinflammatory disease (VEXAS syndrome), DNA, UBA1 gene mutations, targeted variant
analysis (M41T, M41V, M41L, ¢.118-2A>C, c.118-1G>C, ¢.118-9_118-2del, S56F, S621C

Oncology (colorectal), blood, quantitative measurement of cell-free DNA (cfDNA)

Human papillomavirus (HPV), E6/E7 markers for high-risk types (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, and 68), cervical cells, branched-chain capture hybridization, reported as
negative or positive for high risk for HPV

Neurology (Alzheimer disease), beta amyloid (AR40, AB42, AP42/40 ratio) and tau-protein
(ptau217, np-tau217, ptau217/np-tau217 ratio), blood, immunoprecipitation with quantitation
by liquid chromatography with tandem mass spectrometry (LC-MS/MS), algorithm score
reported as likelihood of positive or negative for amyloid plaques

0504U Infectious disease (urinary tract infection), identification of 17 pathologic organisms, urine,

real-time PCR, reported as positive or negative for each organism

0505U Infectious disease (vaginal infection), identification of 32 pathogenic organisms, swab, realtime

PCR, reported as positive or negative for each organism
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0506U

0507V

0508U

0509U

0510V

0511V

0512V

0513U

0514V

0515V

0516U

Since 1960

Gastroenterology (Barrett's esophagus), esophageal cells, DNA methylation analysis by nextgeneration
sequencing of at least 89 differentially methylated genomic regions, algorithm
reported as likelihood for Barrett's esophagus

Oncology (ovarian), DNA, whole-genome sequencing with 5-hydroxymethylcytosine (5hmC)
enrichment, using whole blood or plasma, algorithm reported as cancer detected or not
detected

Transplantation medicine, quantification of donor-derived cell-free DNA using 40 singlenucleotide
polymorphisms (SNPs), plasma, and urine, initial evaluation reported as percentage
of donor-derived cell-free DNA with risk for active rejection

Transplantation medicine, quantification of donor-derived cell-free DNA using up to 12 singlenucleotide
polymorphisms (SNPs) previously identified, plasma, reported as percentage of
donor-derived cell-free DNA with risk for active rejection

Oncology (pancreatic cancer), augmentative algorithmic analysis of 16 genes from previously
sequenced RNA whole-transcriptome data, reported as probability of predicted molecular
subtype

Oncology (solid tumor), tumor cell culture in 3D microenvironment, 36 or more drug panel,
reported as tumor-response prediction for each drug

Oncology (prostate), augmentative algorithmic analysis of digitized whole-slide imaging of
histologic features for microsatellite instability (MSI) status, formalin-fixed paraffin-embedded
(FFPE) tissue, reported as increased or decreased probability of MSI-high (MSI-H)

Oncology (prostate), augmentative algorithmic analysis of digitized whole-slide imaging of
histologic features for microsatellite instability (MSI) and homologous recombination
deficiency (HRD) status, formalin-fixed paraffin-embedded (FFPE) tissue, reported as increased
or decreased probability of each biomarker

Gastroenterology (irritable bowel disease [IBD]), immunoassay for quantitative determination
of adalimumab (ADL) levels in venous serum in patients undergoing adalimumab therapy,
results reported as a numerical value as micrograms per milliliter (ug/mL)

Gastroenterology (irritable bowel disease [IBD]), immunoassay for quantitative determination
of infliximab (IFX) levels in venous serum in patients undergoing infliximab therapy, results
reported as a numerical value as micrograms per milliliter (ug/mL)

Drug metabolism, whole blood, pharmacogenomic genotyping of 40 genes and CYP2D6 copy
number variant analysis, reported as metabolizer status

CPT copyright 2024 American Medical Association. All rights reserved.
Information provided by APS Medical Billing, January 2025 10



People. Trust. Results.

0517U

0518V

0519V

0520U

0521V

0522U

0523V

0524U

0525U

0527V

0528V

Since 1960

Therapeutic drug monitoring, 80 or more psychoactive drugs or substances, LC-MS/MS,
plasma, qualitative and quantitative therapeutic minimally and maximally effective dose of
prescribed and non-prescribed medications

Therapeutic drug monitoring, 90 or more pain and mental health drugs or substances, LCMS/
MS, plasma, qualitative and quantitative therapeutic minimally effective range of
prescribed and non-prescribed medications

Therapeutic drug monitoring, medications specific to pain, depression, and anxiety, LC-MS/MS,
plasma, 110 or more drugs or substances, qualitative and quantitative therapeutic minimally
effective range of prescribed, non-prescribed, and illicit medications in circulation

Therapeutic drug monitoring, 200 or more drugs or substances, LC-MS/MS, plasma, qualitative
and quantitative therapeutic minimally effective range of prescribed and non-prescribed

Rheumatoid factor IgA and IgM, cyclic citrullinated peptide (CCP) antibodies, and scavenger
receptor A (SR-A) by immunoassay, blood

Carbonic anhydrase VI, parotid specific/secretory protein and salivary protein 1 (SP1), IgG, IgM,
and IgA antibodies, chemiluminescence, semiqualitative, blood

Oncology (solid tumor), DNA, qualitative, next-generation sequencing (NGS) of singlenucleotide
variants (SNV) and insertion/deletions in 22 genes utilizing formalin-fixed paraffinembedded
tissue, reported as presence or absence of mutation(s), location of mutation(s),

nucleotide change, and amino acid change

Obstetrics (preeclampsia), sFlt-1/PIGF ratio, immunoassay, utilizing serum or plasma, reported
as a value

Oncology, spheroid cell culture, 11-drug panel (carboplatin, docetaxel, doxorubicin, etoposide,
gemcitabine, niraparib, olaparib, paclitaxel, rucaparib, topotecan, veliparib) ovarian, fallopian,

or peritoneal response prediction for each drug

0526U Nephrology (renal transplant), quantification of CXCL10 chemokines, flow cytometry, urine,
reported as pg/mL creatinine baseline and monitoring over time

Herpes simplex virus (HSV) types 1 and 2 and Varicella zoster virus (VZV), amplified probe
technique, each pathogen reported as detected or not detected

Lower respiratory tract infectious agent detection, 18 bacteria, 8 viruses, and 7 antimicrobialresistance
genes, amplified probe technique, including reverse transcription for RNA targets,

each analyte reported as detected or not detected with semiquantitative results for 15

bacteria
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0529U

0530U

Since 1960

Hematology (venous thromboembolism [VTE]), genome-wide single-nucleotide polymorphism
variants, including F2 and F5 gene analysis, and Leiden variant, by microarray analysis, saliva,
report as risk score for VTE

Oncology (pan-solid tumor), ctDNA, utilizing plasma, next-generation sequencing (NGS) of 77
genes, 8 fusions, microsatellite instability, and tumor mutation burden, interpretative report
for single-nucleotide variants, copy-number alterations, with therapy association

Revised Codes for 2025

81432

81437

87624

88387

0095U

0248V

0351V

0356U

Hereditary breast cancer-related disorders (eg, hereditary breast cancer, hereditary ovarian
cancer, hereditary endometrial cancer, hereditary pancreatic cancer, hereditary prostate
cancer), genomic sequence analysis panel, 5 or more genes, interrogation for sequence
variants and copy number variants; genomic sequence analysis panel, must include
sequencing of at least 10 genes, always including BRCA1, BRCA2, CDH1, MLH1, MSH2, MSHS6,
PALB2, PTEN, STK11, and TP53

Hereditary neuroendocrine tumor-related disorders (eg, medullary thyroid carcinoma,
parathyroid carcinoma, malignant pheochromocytoma or paraganglioma), genomic sequence
analysis panel, 5 or more genes, interrogation for sequence variants and copy number
variants; genomic sequence analysis panel, must include sequencing of at least 6 genes,
including MAX, SDHB, SDHC, SDHD, TMEM127, and VHL

Human Papillomavirus (HPV), high-risk types (eg, 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59,
68), pooled result

Macroscopic examination, dissection, and preparation of tissue for non-microscopic analytical
studies (eg, nucleic acid-based molecular studies), each tissue preparation (eg, a single lymph
node)

Eosinophilic esophagitis, 2 protein biomarkers (Eotaxin-3 [CCL26 {C-C motif chemokine ligand
26}] and mMajor bBasic pProtein [PRG2 {proteoglycan 2, pro eosinophil major basic protein}]),
enzyme-linked immunosorbent assays (ELISA), specimen obtained by esophageal string test
device, algorithm reported as probability of active or inactive eosinophilic esophagitis

Oncology(brain), spheroid cell culture in a 3D microenvironment, 12- drug panel, tumor-brainor
brain metastasis-response prediction for each drug

Infectious disease (bacterial or viral), biochemical assays, tumor necrosis factor-related
apoptosis-inducing ligand (TRAIL), interferon gamma-induced protein-10 (IP-10), and C-reactive
protein, serum, or venous whole blood, algorithm reported as likelihood of bacterial infection

Oncology (oropharyngeal or anal), evaluation of 17 DNA biomarkers using droplet digital PCR
(ddPCR), cell-free DNA, algorithm reported as a prognostic risk score for cancer recurrence
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0365U

0403V

Since 1960

Oncology (bladder), analysis of 10 protein biomarkers (A1AT, ANG, APOE, CA9, IL8, MMP9,
MMP10, PAI1, SDC1 and VEGFA), by immunoassays, urine, diagnostic algorithm, including
patient's age, race and gender, reported as a probability of harboring urothelial bladder cancer

Oncology (prostate), mRNA, gene expression profiling of 18 genes, first-catch post-digital rectal
examination urine (or processed first-catch urine), algorithm reported as percentage of
likelihood of detecting clinically significant prostate cancer

Deleted Codes for 2025

81436

81438

86327

86490

88388

0078V

0167U

0204U

0346U

Hereditary colon cancer disorders (eg, Lynch syndrome, PTEN hamartoma syndrome, Cowden
syndrome, familial adenomatosis polyposis); duplication/deletion analysis panel, must
include analysis of at least 5 genes, including MLH1, MSH2, EPCAM, SMAD4, and STK11

Hereditary neuroendocrine tumor disorders (eg, medullary thyroid carcinoma, parathyroid
carcinoma, malignant pheochromocytoma or paraganglioma); duplication/deletion analysis
panel, must include analyses for SDHB, SDHC, SDHD, and VHL

Immunoelectrophoresis; crossed (2-dimensional assay)
Skin test; coccidioidomycosis

Macroscopic examination, dissection, and preparation of tissue for non-microscopic analytical
studies (eg, nucleic acid-based molecular studies); in conjunction with a touch imprint,
intraoperative consultation, or frozen section, each tissue preparation (eg, a single lymph
node) (List separately in addition to code for primary procedure)

Pain management (opioid-use disorder) genotyping panel, 16 common variants (ie, ABCB1,
COMT, DAT1, DBH, DOR, DRD1, DRD2, DRD4, GABA, GAL, HTR2A, HTTLPR, MTHFR, MUOR,
OPRK1, OPRM1), buccal swab or other germline tissue sample, algorithm reported as positive
or negative risk of opioid-use disorder

Gonadotropin, chorionic (hCG), immunoassay with direct optical observation, blood
Oncology (thyroid), mRNA, gene expression analysis of 593 genes (including BRAF, RAS, RET,
PAXS8, and NTRK) for sequence variants and rearrangements, utilizing fine needle aspirate,

reported as detected or not detected

Beta Amyloid, AB40 And AB42 By Liquid Chromatography With Tandem Mass Spectrometry
(Lc-Ms/Ms), Ratio, Plasma
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0352U Infectious disease (bacterial vaginosis and vaginitis), multiplex amplified probe technique, for
detection of bacterial vaginosis-associated bacteria (BVAB-2, Atopobium vaginae, and
Megasphera type 1), algorithm reported as detected or not detected and separate detection of
Candida species (C. albicans, C. tropicalis, C. parapsilosis, C. dubliniensis), Candida
glabrata/Candida krusei, and trichomonas vaginalis, vaginal-fluid specimen, each result
reported as detected or not detected

0353U Infectious agent detection by nucleic acid (DNA), Chlamydia trachomatis and Neisseria
gonorrhoeae, multiplex amplified probe technique, urine, vaginal, pharyngeal, or rectal, each
pathogen reported as detected or not detected

0354U Human papilloma virus (HPV), high-risk types (ie, 16, 18, 31, 33, 45, 52 and 58) qualitative
mMRNA expression of E6/E7 by quantitative polymerase chain reaction (qPCR)

0380U Drug Metabolism (Adverse Drug Reactions And Drug Response), Targeted Sequence Analysis,
20 Gene Variants And Cyp2D6 Deletion Or Duplication Analysis With Reported Genotype And
Phenotype

0396U Obstetrics (pre-implantation genetic testing), evaluation of 300000 DNA single-nucleotide
polymorphisms (SNPs) by microarray, embryonic tissue, algorithm reported as a probability for
single-gene germline conditions

0416V Infectious agent detection by nucleic acid (DNA), genitourinary pathogens, identification of 20
bacterial and fungal organisms, including identification of 20 associated antibiotic-resistance
genes, if performed, multiplex amplified probe technique, urine

0428U Oncology (Breast), Targeted Hybrid-Capture Genomic Sequence Analysis Panel, Circulating
Tumor Dna (Ctdna) Analysis Of 56 Or More Genes, Interrogation For Sequence Variants, Gene
Copy Number Amplifications, Gene Rearrangements, Microsatellite Instability, And Tumor
Mutation Burden

0448U Oncology (lung and colon cancer), DNA, qualitative, next-generation sequencing detection of
single-nucleotide variants and deletions in EGFR and KRAS genes, formalin-fixed paraffinembedded
(FFPE) solid tumor samples, reported as presence or absence of targeted
mutation(s), with recommended therapeutic options

0456U Autoimmune (Rheumatoid Arthritis), Next-Generation Sequencing (Ngs), Gene Expression
Testing Of 19 Genes, Whole Blood, With Analysis Of Anti-Cyclic Citrullinated Peptides (Ccp)
Levels, Combined With Sex, Patient Global Assessment, And Body Mass Index (Bmi), Algorithm
Reported As A Score That Predicts Nonresponse To Tumor Necrosis Factor Inhibitor (Tnfi)
Therapy
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Since 1960

Evaluation and Management

New codes for 2025

98000

98001

98002

98003

98004

98005

98006

98007

98008

Synchronous audio-video visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination and straightforward medical decision making. When
using total time on the date of the encounter for code selection, 15 minutes must be met or exceeded

Synchronous audio-video visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination and low medical decision making. When using total
time on the date of the encounter for code selection, 30 minutes must be met or exceeded.

Synchronous audio-video visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination and moderate medical decision making. When using
total time on the date of the encounter for code selection, 45 minutes must be met or exceeded.

Synchronous audio-video visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination and high medical decision making. When using total
time on the date of the encounter for code selection, 60 minutes must be met or exceeded.

Synchronous audio-video visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination and straightforward medical decision
making. When using total time on the date of the encounter for code selection, 10 minutes must be met
or exceeded.

Synchronous audio-video visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination and low medical decision making. When
using total time on the date of the encounter for code selection, 20 minutes must be met or exceeded.

Synchronous audio-video visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination and moderate medical decision making.
When using total time on the date of the encounter for code selection, 30 minutes must be met or
exceeded.

Synchronous audio-video visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination and high medical decision making. When
using total time on the date of the encounter for code selection, 40 minutes must be met or exceeded.

Synchronous audio-only visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination, straightforward medical decision making, and more
than 10 minutes of medical discussion. When using total time on the date of the encounter for code
selection, 15 minutes must be met or exceeded.

CPT copyright 2024 American Medical Association. All rights reserved.
Information provided by APS Medical Billing, January 2025 15



People. Trust. Results.

98009

98010

98011

98012

98013

98014

98015

98016

Since 1960

Synchronous audio-only visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination, low medical decision making, and more than 10
minutes of medical discussion. When using total time on the date of the encounter for code selection,
30 minutes must be met or exceeded.

Synchronous audio-only visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination, moderate medical decision making, and more than
10 minutes of medical discussion. When using total time on the date of the encounter for code
selection, 45 minutes must be met or exceeded.

Synchronous audio-only visit for the evaluation and management of a new patient, which requires a
medically appropriate history and/or examination, high medical decision making, and more than 10
minutes of medical discussion. When using total time on the date of the encounter for code selection,
60 minutes must be met or exceeded.

Synchronous audio-only visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination, straightforward medical decision making,
and more than 10 minutes of medical discussion. When using total time on the date of the encounter
for code selection, 10 minutes must be exceeded.

Synchronous audio-only visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination, low medical decision making, and more
than 10 minutes of medical discussion. When using total time on the date of the encounter for code
selection, 20 minutes must be met or exceeded.

Synchronous audio-only visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination, moderate medical decision making, and
more than 10 minutes of medical discussion. When using total time on the date of the encounter for
code selection, 30 minutes must be met

Synchronous audio-only visit for the evaluation and management of an established patient, which
requires a medically appropriate history and/or examination, high medical decision making, and more
than 10 minutes of medical discussion. When using total time on the date of the encounter for code
selection, 40 minutes must be met or exceeded.

Brief communication technology-based service (eg, virtual check-in) by a physician or other qualified
health care professional who can report evaluation and management services, provided to an
established patient, not originating from a related evaluation and management service provided within
the previous 7 days nor leading to an evaluation and management service or procedure within the next
24 hours or soonest available appointment, 5-10 minutes of medical discussion
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Revised Codes for 2025

99960

98961

98962

98966

98967

98968

98970

98971

98972

98975

Education and training for patient self-management by a nonphysician qualified health care professional
using a standardized curriculum, face-to-face with the patient (could include caregiver/family) each 30
minutes; individual patient

Education and training for patient self-management by a nonphysician qualified health care professional
using a standardized curriculum, face-to-face with the patient (could include caregiver/family) each 30
minutes; 2-4 patients

Education and training for patient self-management by a nonphysician qualified health care professional
using a standardized curriculum, face-to-face with the patient (could include caregiver/family) each 30
minutes; 5-8 patients

Telephone assessment and management service provided by a nonphysician qualified health care
professional to an established patient, parent, or guardian not originating from a related assessment and
management service provided within the previous 7 days nor leading to an assessment and
management service or procedure within the next 24 hours or soonest available appointment; 5-10
minutes of medical discussion

Telephone assessment and management service provided by a nonphysician qualified health care
professional to an established patient, parent, or guardian not originating from a related assessment and
management service provided within the previous 7 days nor leading to an assessment and
management service or procedure within the next 24 hours or soonest available appointment; 11-20
minutes of medical discussion

Telephone assessment and management service provided by a nonphysician qualified health care
professional to an established patient, parent, or guardian not originating from a related assessment and
management service provided within the previous 7 days nor leading to an assessment and
management service or procedure within the next 24 hours or soonest available appointment; 21-30
minutes of medical discussion

Nonphysician qualified health care professional online digital assessment and management, for an
established patient, for up to 7 days, cumulative time during the 7 days; 5-10 minutes

Nonphysician qualified health care professional online digital assessment and management, for an
established patient, for up to 7 days, cumulative time during the 7 days; 11-20 minutes

Nonphysician qualified health care professional online digital assessment and management, for an
established patient, for up to 7 days, cumulative time during the 7 days; 21 or more minutes

Remote therapeutic monitoring (eg, therapy adherence, therapy response, digital therapeutic
intervention); initial set-up and patient education on use of equipment
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98976

98977

98978

Since 1960

Remote therapeutic monitoring (eg, therapy adherence, therapy response, digital therapeutic
intervention); device(s) supply for data access or data transmissions to support monitoring of respiratory
system, each 30 days

Remote therapeutic monitoring (eg, therapy adherence, therapy response, digital therapeutic
intervention); device(s) supply for data access or data transmissions to support monitoring of
musculoskeletal system, each 30 days

Remote therapeutic monitoring (eg, therapy adherence, therapy response, digital therapeutic
intervention); device(s) supply for data access or data transmissions to support monitoring of cognitive
behavioral therapy, each 30 days

Deleted Codes for 2025

99441

99442

99443

Telephone evaluation and management service by a physician or other qualified health care professional
who may report evaluation and management services provided to an established patient, parent, or
guardian not originating from a related E/M service provided within the previous 7 days nor leading to
an E/M service or procedure within the next 24 hours or soonest available appointment; 5-10 minutes of
medical discussion

Telephone evaluation and management service by a physician or other qualified health care professional
who may report evaluation and management services provided to an established patient, parent, or
guardian not originating from a related E/M service provided within the previous 7 days nor leading to
an E/M service or procedure within the next 24 hours or soonest available appointment; 11-20 minutes
of medical discussion

Telephone evaluation and management service by a physician or other qualified health care professional
who may report evaluation and management services provided to an established patient, parent, or
guardian not originating from a related E/M service provided within the previous 7 days nor leading to
an E/M service or procedure within the next 24 hours or soonest available appointment; 21-30 minutes
of medical discussion

Medicine

New Codes for 2025

90624

90637

90638

90593

Meningococcal pentavalent vaccine, Men B-4C recombinant proteins and outer membranevesicle and
conjugated Men A, C, W, Y-diphtheria toxoid carrier, for intramuscular use

Influenza virus vaccine, quadrivalent (qIRV), mRNA; 30 mcg/0.5 mL dosage, for intramuscular use
Influenza virus vaccine, quadrivalent (qIRV), mRNA; 60 mcg/0.5 mL dosage, for intramuscular use

Chikungunya virus vaccine, recombinant, for intramuscular use
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90684 Pneumococcal conjugate vaccine, 21 valent (PCV21), for intramuscular use
90695 Influenza virus vaccine, H5N8, derived from cell cultures, adjuvanted, for intramuscular use

96041 Medical genetics and genetic counseling services, each 30 minutes of total time provided
by the genetic counselor on the date of the encounter

96380 Administration of respiratory syncytial virus, monoclonal antibody, seasonal dose by
intramuscular injection, with counseling by physician or other qualified health care

professional

96381 Administration of respiratory syncytial virus, monoclonal antibody, seasonal dose by
intramuscular injection

Revised Codes for 2025

90661 Influenza virus vaccine, trivalent (ccllV3), derived from cell cultures, subunit, preservative
and antibiotic free, 0.5 mL dosage, for intramuscular use

Deleted Codes for 2025

90630 Influenza virus vaccine, quadrivalent (11V4), split virus, preservative free, for intradermal
use

90654 Influenza virus vaccine, trivalent (11V3), split virus, preservative-free, for intradermal use

96040 Medical genetics and genetic counseling services, each 30 minutes face-to-face with
patient/family

The following resources were used in the preparation of this document: the AMA’s Current Procedural Terminology (CPT)
2025,
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